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FIGURE 3. 

TRFP CHAIN 2, LONG FORM 
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FIGURE 4. 

TRFP I CHAIN 2, SHORT FORM 
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FIGURE 5. 

TRFP CHAIN 2, TRUNCATED SHORT FORM 
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5' PRIMERS 

XZY CONSTRUCT 

K R D V D L 
5 ' XRI 5 ' -GGG GAATTC AAGAGGGATGTTGACCTA- 3 ' 

ECOR I X 

lpv'ffavan 
5' (x) z 5 ' -ctacctgta}rtttttgcggtggccaat-3 * 

X | Z 

P E R IK A L P V V 
5' (Z) Y 5 ' -CCAGAGAGaKaAGCACTACCTGTAGTA-3 ' 

Z J Y 

YXZ CONSTRUCT 

K A L P V V 
5 ' YRI 5 ' - GGG GAATTC AAAGCACTACCTGTAGTA- 3 ' 

ECOR I Y 

DKE'KRDVDL 
5 ' (Y) X 5 ' -GATAAGGAGkAGAGGGATGTTGACCTA-3 ' 

Y | X 

LPVlFFAVAN 
5* (X) Z 5 ' -CTACCTGTAjTTTTTTGCGGTGGCCAAT-3 ' 



ZXY CONSTRUCT 

F F A V A N G 
5' ZRI 5 1 -GGG GAATTC TTTGCGGTGGCCAATGGA-3 ' 

ECOR I Z 

K R D V D L P 
5' (Z) X 5 1 -AAGAGGGATGTTGACCTATTC-3 ' 

X 



r/Cr. 3<2 (cent) 



3' PRIMERS 



XZY CONSTRUCT 



ocn oca ocv oca ocf ocf jav aP aL oa aK aY 

3 ■ X (Z) 5 1 -ATTGGCCACCGCAAAAAA/TACAGGTAGTGCTTTGTA- 

Z i X 

aL oca aK ! aR aE aP aE aT oa 

3' Z (Y) 5 ' -TAGTGCTTt{tCTCTCTGGTTCAGTAGC-3 ' 

Y | Z 

aSTOPaE aK aD aE aE aT 

3 1 Y BAM 5 1 -GG GGATCC TTACTCCTTATCCTCTTCTGT-3 ' 

BAMH I Y 



YXZ CONSTRUCT 

aL aD av aD aR aK |aE aK aD aE aE aT 

3 f Y (X) 5 1 -TAGGTCAACATCCCTCTTCTCCTTATCCTCTTCTGT- 3 

X 1 Y 

cca aF aF Jav aP aL oa aK aY 

3 1 X ( Z ) 5 ' -CGCAAAAA^TACAGGTAGTGCTTTGTA-3 ' 

Z I X 

aSTOPaR aE aP oe aT oca 

3' Z BAM 5 ' - GG GGATCC TTATCTCTCTGGTTC AGTAGC - 3 1 

BAMH I Z 



ZXY CONSTRUCT 

aL ocd av aD aR aK jaR aE aP oe aT aA ocn 

3' Z (X) 5 ' -TAGGTCAACATCCCTCTTTCTCTCTGGTTC AGTAGC ATT 

X I Z 

aSTOPaE aK aD aE aE aT om 

3 ' Y BAM 5 1 -GGGGATCCTCACTCCTTATCCTCTTCTGTCAT 3 ' 

BAMH I Y 
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